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We Claim : 

1. An isolated KLK-Ll. KLK-L2, KLK-L3, KLK-L4, KLK-L5, or KLK-L6 nucleic acid 
molecule of at leasi 30 nucleotides which hybridizes to SEQ ID NO. 1, 13, 21, 43^ 56, or 65, 
respectively, or the complement of SEQ ID NO. 1, 13, 21, 43, 56, or 65, under stringent 
hybridization conditions 

in isolated nucleic acid molecule which comprises: 

(i) \a nucleic acid sequence encoding a protein having substantial sequence identity with an 
jno acid sequence of a KLK-Ll, KLK-L2, KLK-L3, KLK-L4, KLK-L5, or KLK-L6 

10 pr^ein as shown in SEQ.ID.NO. 2, 3, 14, 22. 23, 44, 45, 57, 58, 59, 60. 66, or 67. 

rcspiw:iively; 

(ii) aVucleic acid sequence encoding a protein comprising an amino acid sequence of 
a ffl-K-Ll, KLK-L2. KLK-L3, KLK-M, KLK-L5, or KLK-L6 protein as shown in 
SEQdD.NO. 2, 3. 14, 22, 23. 44, 45, 57, 58, 59, 60, 66, or 67, respectively; 

15 (iii) nucleic acid sequences complementary to (i); 

(iv) a degenerate form of a nucleic acid sequence of (i); 

(v) a nucleiA acid sequence capable of hybridizing under stringent conditions to a 
nucleic acid sequence in (i), (ii) or (iii); 

(vi) a nucleic acid sequepe&^ncoding a truncation, an analog, an allelic or species 

2 0 variation of a V0lcin comprising an amino acid sequence of a KLK-Ll , KLK-L2, 

KLK-L3, KLJoLt, KLK-L5, 01W.K-L6 protein as shovm in SEQ.ID.NO. 2, 3, 14, 
22. 23, 44, 45, 57^58, 59, 60. 66W 67, respectively; or 

(vii) a fragmenyor alleli^or species vartation of (i), (ii) o 

3. A purified and isolated nuoleic apd^rSiolecule of the invention comprises: 
25 (i) a nucldc aGi^.fic«Iu3ace comprising the sequence of SEQ.ID.NO. 1, 13, 21, 43, 

56rOT^ wherein T ckn also be U\ 

(ii) nucleic ^id sequences oomplemcntkry to (i). preferably complementary to the 
full nuclelfc acid sequencdspf SEQ.ID.NO. 1, 13, 21, 43,56, or 65; 

(iii) a nucleic acid capable of hjrtjridizing under stringent conditions to a nucleic 

3 0 acid of (i) or (ii) and preferably having at least 1 8 nucleotides; or 

(iv) a nucleic acid molecule differing from any of the nucleic acids of (i) to (iii) in 
codon sequences due to the degeneracy of the genetic code, 

4. An isolated nucleic acid molecule which encodes a proteJn which binds an antibody of a KLK-Ll, 
KLK-L2, KLK-L3, KLK-L4, KLK-L5, or KLK-L6 proieiiA^ 
35 5. A regulatory sequence of an isolated nucleic acid molecule a^laimed in any of the preceding claims 
fused to a nucleic acid which encodes a heterologous protein. 

6. A vector comprising a nucleic acid molecule of any of the preceiiing claims. 

7. A host cell comprising a nucleic acid molecule of any of the preceding claims. 



'^L „,:o^9.i.o:aj„ 



wo 00/53776 



PCT/CAOO/00258 



84 



10 



15 



20 



8. An isolated KLK-Ll proiein cii^rising an amino acid sequence ofSEQ. ID. NO. 2 or 3. 

9. An isolated KLK-L2 proteiXcomprising an amino acid sequence of SEQ. ID. NO. 14. 

10. An isolated KLK-L3 protein dnmprising an amino acid sequence of SEQ. ID. NO. 22 or 23. 

11. An isolated KLK-L4 protein cj*[prisinga»Kamino acid sequence of SEQ. ID. NO. 44 or 45. 

12. An isolated KLK-L5 protein'tomlDrising an airJfno acid sequence of SEQ. ID. NO. 57, 58. 59, or 60 

1 3. An isolated KLK-L6 protein com^ising an amirib acid sequence of SEQ. ID. NO. 66 or 67. 

14. An isolated protein havinJ at least ls% aminoacjiUsequence identity to an amino acid sequence of 
SEQ. ID. NO. 2. 3. 14, 22. j23, 44, Akp^^^^A 66. or 67. 

15. A method for preparing a pLettTaTdiimed in any Sf the preceding claimd comprising: 

(a) transferring vector aAclaimed in cliim 6 into a host cell; 

(b) selecting trartf formed Hbst cells from untransformed host cells; 

(d) culturing a selected tranyormed host cell under conditions which allow expression 
of the protein; and 

(e) isolating the protein. 

16. A protein prepared in accordance with the method of claim 15. 

17. An antibody having spec^^l^^aiiBt an epitope of a polypeptide as claimed in claim 8. 9. 10. 11, 
12. or 13. 

18. An antibody as claimed in cl>Sm 17 labeled with a detectable substance and used to detect the protein 
in biological samples, tissues, aii^ells. 

19. A probe comprising a sequence eiWljng a protein as claimed in claim 8. 9. 10, 11. 12, or 13, or a part 
thereof. \/ \ \ 

20. A method of diagnosing and mLtodflg^ditions mediated by a protein as claimed in claim 8, 9, 10. 
1 1. 12. or 13. by detemiining thl^resLce \f a nucleic acid molecule encoding the protein as claimed 
in any of the preceding claims or detei^ining the presence of the protein. 

21. A method as claimed in claim 2o\^rein the condition is cancer. 

22; A method for identifying a substanci which associates with a protein as claimed in claim 8. 9. 10, 1 1. 
12, or 13 comprising (a) reacting the pWein with at least one substance which potentially can associate 
with the protein, under conditions whicLsfSST^ between the substance and protein, and 

(b) removing or detecting pro4in i^ti^iated wit\ the substance, wherein detection of associated 
protein and substance indicates Wsubsripcs-aesoa^ with the prtoein. 
23. A method for evaluating a comp^^f^^^iWxy L modulate the biological activity of a protein as 
claimed in claim 8, 9, 10, 1 1. 12. or^ complrising pr^iding a known concentration of the protein with 
a substance which associates with thV proteinVnd a test compound under conditions which pemiit the 
formation of complexes between the substanceVnd protein, and removing and/or detecting complexes. 
24: A method for detecting a nucleic acid mole^encoding a protein comprising an amino acid sequence 
OfSEQ. ID. NO. 2, 3, 14, 22, 23. 44. 45. 57. 5l 59, 60, 66, or 67 in a biological sample comprising 
the steps of: \ 
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(a) hybridizing a nucleic acid molecule oi\A'd\m 2 to nucleic acids of the biological 
sample, thereby forming a hybridizarfon complex; and 

(b) detecting the hybridization comfffex wherein the presence of the hybridization 
complex correlates with the ^esence of a nucleic acid molecule encoding the 

5 protein in the biological s^ple. 

25. A method as claimed in claim 24^crcin nucleic acids of the biological sample arc amplified by the 
polymerase chain reaction pn</r toTlte hybridizing step. 

26. A method for treating a conditionJrrtcZliaied by a protein as claimed in claim 8, 9, 10, J 1. 12, or 13 
comprising administering an cffeitiVjrf^ of an antibody as claimed in claim 17 or a substance or 

1 0 compound identified in accord andb^^ith V method claimed in claim 22 or 23. 

27. A method as claimed in claim 26 wilcrcin the condition is cancer. 

28. A composition comprising one or Viore of a nucleic acid molecule or protein claimed in any of the 
preceding claims, or a substance orVompound identified using a method as claimed in any of the 
preceding claims, and a pharmaceutical ly acceptable carrier, excipient or diluent. 

1 5 29. Use of one or more of a nucleic acid maleculcor_Erotcin claimed in any of the preceding claims, or 
a substance or compound identified usinWm a^^laimed in any of the preceding claims in the 
preparation of a pharmaceutical coniFyfeitidri for treating^ condition mediated by a protein as claimed 
in any of the preceding claims. 

30. A transgenic non-human mammal wJ^ci^dtJemot expresia KLK-Ll, KLK-L2, KLK-L3. KLK-L4, 
2 0 KLK-L5, or KLK-L6 protein as claim^i in clkm 8, 9, 10,^ 1. 12, or 13. respectively, resulting in a 

KLK-Ll, KLK-L2, KLK-L3, KLK-L4. KLK-LS, or KLK-L6 protein associated pathology, 
respectively. 

31. A transgenic animal assay system w)^ch provides a model system for testing for an agent that reduces 
or inhibits an a KLK-Ll, KLK-L2,\lK-L3, KLK-L4, KLK-LS, or KLK-L6 protein associated 

2 5 pathology comprising 

(a) administering the agent to a transgeniVnon-human animal as claimed in claim 26; and 

(b) determining whether said agent reduces ofunhibits a KLK-Ll, KLK-L2, KLK-L3, KLK-L4, KLK- 
L5, or KLK-L6 protein associated patholdgy in the transgenic non-human animal relative to a 
transgenic non-human animal of step (a) whi^ has not been administered the agent. 



